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Tablel. Primer sequences for the sed for gPCR
Gene ID Annotation Forward(5'-3') Reverse(5'-3')
V-type proton
> CCTTCGAGTTCGGA ~ TGCTCCCAAGGCA
LOCII3821104  ATPasc 16kDa SAGGALR i
proteolipid subunit
V-type prot
> GTTGTGACGGGATT ~ CACAGTCTGGATC
LOCII38I4912  ATP
oC113 ase subunite 1o AcacerT
2-like
LoC 13820060 X'T‘;‘” ""’L TGATGGCTTTCAGG ~ GCACACCAGATG
382006 aseswbumt rrcage GGTACAGT
Sl-like
V-type prof
; GATCGAAGACGTCG  TGTTGAACTCATG
LOCII3828445  ATP
octs Pasesubunit ) Gergr GTGCCAGT
Cilike
hypothetical protcin
LOCIIIS6  CTMs4 013013, QUOCCTTTGTCAGE  GGCCATAGAATG
. TITTGG CTCCACCA
partial
TGGACTTCGAGCAG ~ GGAATGAGGGCT
P-actin GAGATG GGAACAGG
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