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L35 Serum

TP(g/L) 10.18+0.14 10.060.02 9.92+0.00 10.0240.00 10.1940.01
SOD(U/mL) 80.161.31 78.481£3.44 80.59 £3.60 84.46£5.61 73.15£6.41
CAT(U/mL) 5.5230.23b 5iT20:128 7.62+0.362 7.15+0.272 5.641+0.660
LZM(pg/mL) 267.88+20.07 258.324+10.39 275.97+13.88 279.41+17.02 266.16+3.07
AKP(% K AL
/100mL)

MDA (nmol/mgpr
ot)

1.53+£0.19¢ 1.74£0.10¢ 2.2440.09% 2.46£0.24 2.08£0.33

3.23£0.282 2.79£0.16* 222017 2.12:0:31% 2.93+0.452

JHFIE Liver
TP(g/L) 7.334+0.58 7.65+1.12 7.94+0.22 8.21+0.12 7.86+0.26

SOD(U/mg prot) 184201+8.45> 216.11+12.072 227.78+9.64= 2163418292 182.461+17.09°

CAT(mg prot/mL)  51.56+3.47° 77.991+4.012 82.371+3.562 78.82+1.712 72.731+6.482
MDA (nmol/mg

prot)
AST(U/g prot) 43.13%1.17¢ 48.95+1.25% 52.0940.61= 51.1540.74® 43.65+1.67¢

ALT (U/g prot) 97.08+1.07¢  104.45+1.22> 112.40+1.98  110.31+1.362 101.1242.390

0.8440.052 0.660.07° 0.60£0.02% 0.58£0.04% 0.64£0.03¢
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