Gilll lesions are the main cause of death In yellowfin seabream
(Acanthopagrus latus) following infection with Amyloodinium ocellatum
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Amyloodiniosis, caused by the ectoparasite Amyloodinium ocellatum, affects the healthy development of

fish.
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Fig. 2. Survival rate and parasite abundance of Acanthopagrus latus after infection with Amyloodinium
ocellatum. (A, D) Total infection group: A, the parasite abundance in the gill and skin of A. latus after
infection with A. ocellatum at 60,000 dinospores per fish; B, the survival rate of A. latus post A.
ocellatum total infection; (B, E) Skin local infection group: B, the parasite abundance in the skin at
different infection doses of dinospores; E, the survival rate of A. latus post A. ocellatum skin local
infection; (C, F) Gill local infection group: C, the parasite abundance in the gill at different infection/ =%

doses of dinospores; F, the survival rate of A. latus post A. ocellatum gill local infection.
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mariculture. This study used a local infection method to identify the pathogenic target organ responsible for the
death of infected fish. Comparing the relationship between the abundance of trophonts in gills and skin with the
mortality of infected fish using local infection showed that severe gill infections cause the mortality of infected
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